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iBOL Biological Material Transfer and Data Policy Agreement

Unless explicitly negotiated otherwise, all biological materials shipped to the Biodiversity Institute of Ontario fall under the standard provisions of the iBOL Biological Material Transfer Agreement (v. 2009-07), and all data submitted to BOLD and generated by the Canadian Centre for DNA Barcoding (CCDB) will comply with the iBOL Data & Resource Sharing Policies (v. 2009-07). Full texts can be downloaded from the iBOL website at http://www.ibolproject.org or requested from your contact person at the CCDB or iBOL Theme Coordinator. A synopsis of these documents is provided overleaf. Please acknowledge that you have read and agreed to these conditions by filling out and signing the Implementing Letter below either in electronic or hard copy form.

Implementing Letter
The purpose of this letter is to provide a record of the biological material transfer and to memorialize the agreement between the Provider of biological materials (identified below) and the Canadian Centre for DNA Barcoding to abide by the terms and conditions of the iBOL Biological Material Transfer Agreement (v. 2009-07) and the iBOL Data & Resource Sharing Policies (v. 2009-07). The Implementing Letter becomes effective when filled and signed by the Provider. The parties executing this Implementing Letter certify that their respective organisations have accepted and further agree to be bound by these terms for the transfer specified below.


     
      
     

     

     



Type of material sent:
 FORMCHECKBOX 
 whole voucher
     
 FORMCHECKBOX 
 tissue sample
 FORMCHECKBOX 
 DNA extract
 FORMCHECKBOX 
 PCR product

 FORMDROPDOWN 

“I hereby certify that I have read and agree to abide by the terms and conditions of the iBOL Biological Material Transfer Agreement (v. 2009-07) and the iBOL Data & Resource Sharing Policies (v. 2009-07)”
     
     
     


iBOL Biological Material Transfer Policies

The material (tissue, DNA or PCR product) specified in the attached Implementing Letter is the property of the Provider (individual and/or institution they represent) and is made available at no cost as a service to the research community. This material will be used for academic research and teaching purposes only. As a rule, all tissue sent for molecular analyses will be analyzed consumptively and no residual tissue will remain.

By default, the material is assumed to be sent as a permanent loan, whereby the Provider retains their ownership of the original material (e.g., tissue sample) and its direct derivatives (e.g., DNA extract), while any residual material (typically, DNA extract only) may remain infinitely in the Recipient organization for quality control purposes. The Recipient will refer to the Provider any third-party requests for non-commercial research use of this material and any secondary loans and uses in non-barcoding analyses are subject to approval by the Provider. 

The Recipient acknowledges that the original material and its derivatives will not be used in human subjects, in clinical trials, or for diagnostic purposes involving human subjects and will not be used for commercial purposes or forwarded to commercial organizations for the purpose of making profit. Any prospective uses of biological materials for purposes other than non-commercial academic research and/or teaching shall be negotiated with the provider under a separate agreement.
The Provider acknowledges that the original material is free of known biological or other hazards and that the required general precautions (e.g., use of proper fixatives) have been taken to minimise potential health risks to individuals who may be exposed to this material during shipment and/or processing.

The Provider acknowledges that biological materials have been obtained under appropriate collection and animal care permits in their country of origin, that they are being shipped to the Biodiversity Institute of Ontario in compliance with all applicable shipping regulations, and that the necessary export/import documentation required by relevant customs and conservation authorities has been provided.

iBOL Data and Resource Sharing Policies and their implementation in BOLD
Provenance information on specimens submitted for barcoding is critical for meeting iBOL’s goals and a prerequisite for running molecular analyses. These data need to be submitted in BOLD-compliant format, as defined on the BOLD website: http://www.boldsystems.org/docs/handbook.php. A digital photograph (or a set of photographs) of the source specimen is a standard requirement, especially if a voucher collection specimen is not available. Contributors are encouraged to provide images under a Creative Commons license. Please note that BOLD does not watermark or tag copyrighted images and submitters wishing to embed copyright information on their photographs are asked to do this prior to image submission.

The International Barcode of Life Initiative is designed as a “Community Resource Project”. As one of its leading nodes, the CCDB is committed to the principles of rapid release and sharing of genomic data adopted by the iBOL community.  As the producer of a community resource (the DNA barcode library), the CCDB is expected to make genomic data publicly available through GenBank prior to user initiated publication. Data release will follow a two-phase process as outlined below.

Phase I will involve the release of all generated sequence data and high-level taxonomic information. This early release is intended to liberate enough information to be useful to other researchers and to monitor progress in the growth of barcode records for each iBOL Working Group. It will be performed automatically and involve data that can be released following computerized quality checks and generation of Barcode Index Numbers (BINs). The following data will be released within one week of the sequence generation: Location information (all available information); date of specimen collection; taxonomic information (order-level assignment with BIN); sequence information (automatically assembled sequence, trace files, primers used, and the centre that carried out sequencing); and database identifiers (BOLD process ID, museum voucher number, repository, and collection code). 
Phase II will involve the full release of provenance and taxonomic data, including elements that require manual curatorial efforts and detailed taxonomic enquiry. Phase II will be initiated by the researchers working on respective projects and will ordinarily occur when manuscripts are submitted for publication. Researchers are encouraged to support rapid release of all data elements even if the early versions of the release involve substantial errors in taxonomic assignment. These errors will be corrected through an ongoing iterative data validation process. 
All sequence data contained in BOLD (including unpublished projects) are used by the BOLD identification engine to provide DNA-based taxonomic identifications to public users. Reports generated by the BOLD identification engine include similarity scores and tree-based identification with branch labels containing detailed taxonomy, broad geographic localization (to province level), and corresponding BOLD Process ID’s and Sample ID’s. Information on individual specimens (museum catalogue numbers and place of voucher deposition) and their detailed geographic origin are not disclosed through the BOLD identification engine. 

Once specimen data have been submitted to BOLD, provenance information and images become partially available to the public online through the BOLD Taxonomy Browser at http://www.barcodinglife.org/views/taxbrowser_root.php. This information is used to generate summary statistics and illustrative distribution maps and does not disclose the contents of individual research projects and specimen data records.
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2. Recipient: 	    Canadian Centre for DNA Barcoding, Biodiversity Institute of Ontario


		    University of Guelph, 579 Gordon Street, Guelph, Ontario, Canada N1G 2W1
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